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Abstract—This paper discusses the main objects and scope of
Biostatistics research in the new century, as well as the
characteristics and methods of Biostatistical research in the new
century. The results of the discussion show that the continuous
deepening of the research on Biostatistics theory and methods
will further open up the ideas and ways for people to enter new
fields, and will explore the mysteries of life phenomena and raise
human understanding of the world of life to another new level.
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L. RESEARCH TASKS AND SCOPE OF BIOSTATISTICS IN THE
NEW CENTURY

Biostatistics is a new subject that uses statistical theory and
methods to study the quantitative relationship in biological
sciences.

It is an extremely important sub-discipline in the Grand
Statistics Department. The main research object of Biostatistics
is the law of various quantitative changes in biological (life)
science. Its main research task is to obtain statistical
information through theoretical and numerical analysis, and
provide the necessary scientific basis for the quantitative study
of biological phenomena. It profoundly reveals the quantitative
regularity hidden inside the biological (life) phenomenon. And
then it explains and predicts the occurrence and development
of certain biological (life) phenomena, the prediction and
prevention of environmental pollution, the management and
development of natural resources, etc. Thus it provides a
reliable guarantee for people to make optimal decisions, [1-3].

The content of Biostatistics is very rich and covers a wide
range. It includes biological sampling estimation, biological
experimental design, biological variance analysis, biological
regression analysis, biological multivariate statistics, biological
life estimation, biological time series process, biological data
filtering and biological quality assessment. In the past 50 years,
the deepening of the research on the theory and method of
Biostatistics will further open up the ideas and ways for people
to enter new fields, and promote the continuous development
of Biostatistics research [4-5].

II. RESEARCH CHARACTERISTICS AND METHODS OF
BIOSTATISTICS IN THE NEW CENTURY

Since the twentieth century, with the mutual penetration of
statistics and biology, the application of statistics has changed
from non-life to life, which has led to the emerging edge
discipline of Biostatistics. So it can be seen that the
characteristics of life phenomena determine the characteristics
of Biostatistics.

Since life activities occur in a large number of repetitions
and periodic cycles accompanied by many random factors, the
application of probability and statistics methods to the
randomness of life phenomena has become the first feature of
Biostatistics research.

Everything in the world is interrelated and mutually
restrictive, and life phenomena are particularly prominent.
Those one-sided, isolated, static, and mechanical research
methods can no longer meet the needs of the development of
biological sciences. Only comprehensive, athletic, and
interrelated comprehensive statistical methods can meet the
needs of biological research. This is the second feature of
Biostatistical research.

It is necessary to study not only the continuity of biological
(life) phenomena, but also the corresponding statistical
methods to study the discontinuity of the structure of living
matter and the way of life activities. This is the third feature of
Biostatistical research.

In short, the phenomenon of life is a high-level form of
complex and variable material movement that is both
interconnected and mutually constrained. The research method
is fundamentally different from the non-life science research.
We must never copy the research method of non-life science.
Rather, it is necessary to find a set of statistical methods for
quantitatively studying the quantitative law of random
phenomena in biological sciences to reveal the inherent
regularity of random variables in biological sciences.
Biostatistics has become a relatively complete and mature
branch of the major statistical discipline because it adapts to
the randomness of life phenomena[6-8].
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III. PROGRESS AND CURRENT SITUATION OF BIOSTATISTICS
IN THE NEW CENTURY

In the past 50 years, in addition to the application of
biostatistical testing methods and improved research, with the
rapid development of life sciences, survival analysis and life
table research have become an important part of current
Biostatistical research. It is widely used in the fields of
demographics, medical follow-up, ecology, biological control,
etc.

Modern Biostatistics research continues to develop in depth.
Multi-state survival analysis has become a new topic
combining biological stochastic processes with mathematical
statistics. Multivariate biostatistics has been widely used in
biomedicine. The combination of biostatistics and computer
has become an important symbol of biomedical modernization.
The recent etiology-associated model, disease discriminant
analysis and prediction system, malignant ovarian tumor
diagnosis model, internal medicine diagnosis system, etc., is
the application of multi-index, multivariate biostatistical
analysis in clinical medical research. In order to improve
medical diagnosis to an expert level and minimize the rate of
misdiagnosis, the following modes can be used to achieve:
Expert treatment experience —  mathematics (statistical
information, knowledge expression) — computer learning —
feedback correction — expert consultation system — computer
consultation. This modern computer inquiry mode, which
integrates biology, statistics and computer science, will
certainly promote breakthroughs in modern biomedical science
and technology [9-10].

IV. EXPECTATION

The development of Biostatistics has promoted the
development of biological sciences, which in turn has
promoted the development of big statistics itself. It is pushing
modern statistics to a new level. The main hotspots of current
Biostatistical research are the researches on ecological life
science issues, such as the development and utilization of
biological resources, ecological management and protection,
population growth and control, optimal management of
agriculture, forestry and animal husbandry, analysis and
treatment of environmental pollution, epidemics Epidemic
patterns and their prediction, prevention, control, etc. They are
the most interesting research topics in recent years [11-12].

The main task of Biostatistics is how to establish an
optimized mathematical model that is in line with the reality of
biological ecology. Due to the complexity of biological science,
its research is often difficult. The required statistical knowledge
and methods are also more comprehensive. Therefore,
biostatisticians must pay attention to the renewal of existing
statistical methods and the further understanding of life
sciences.

With the continuous deepening of China's reform and
opening up and the promotion of international trends, the
research on life sciences has greatly improved in China. People
are looking forward to taking off. Some scientists predict that
the 21st century will be the century of life science. The deeper
and more thorough the life phenomenon is revealed, the more

statistical knowledge you need to use. Biological sciences,
which are advancing rapidly, will undoubtedly reveal the
essence of life phenomena more profoundly under the impetus
of the theories and methods of big statistics. Biostatistics will
become an indispensable tool for the study of bioscience, and
will explore the mysteries of life phenomena, as well as to raise
human understanding of the world of life to a new level. The
times are moving forward. Science is progressing. Let us give
full play to wisdom of the Chinese nation and rely on science
to promote our Chinese culture. Let us make a new record and
new contribution to the development of the major statistics and
life sciences.
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